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A = Universal sequence that is added to the 3' and 5' of probes and INVADER 
oligonucleotides, respectively. 

From 5' to 3', the probe is composed of the 5 '-flap, the miRNA complementary 
region, and the DNA universal sequence "A". 

The INVADER oligonucleotide from 5' to 3', is composed of the DNA universal 
sequence "A" and an miRNA complementary region. 

A' = 2'-0-methyl universal oligonucleotide that compliments the sequence "A" 
and is added to kits as a standard oligonucleotide. 
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